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EDUCATION AND TRAINING
1996-1998 IRTA Fellow National Institute of Allergy and Infectious Disease Laboratory of Viral

Disease
1996 PhD., Dept. of Biology, University of North Carolina at Chapel Hill
1990 BA/BA, Biology and Chemistry, Bucknell University

RESEARCH AND PROFESSIONAL EXPERIENCE

Sep 2012 — present, Scientist, Pacific Northwest National Laboratory, Biological Sciences Division. Use
of ‘omics data to investigate metabolic potential of environmental microbial communities and
dependent/competitive interactions between populations.

May 2007 — Aug 2012, Research Assistant Professor, University of Southern California, Dana and
David Dornsife College of Letter, Arts & Sciences, Department of Biological Sciences, Marine
Environmental Biology Section. Use of genomic and metagenomic data to identify insertion
sequences and their derivatives in cyanobacteria and investigate their role in generating variation
within a population.

Oct 2004 — Apr 2007, Bioinformatics Analyst Manager, The Institute for Genomic Research, Microbial
Annotation team. Lead a team of eight Bioinformatics Analysts. Developed analysis protocols for
genome and metagenome data. Developed tools and pipelines for automated functional annotation
and manual curation of genome data.

Oct 1998 — Sept 2004, Bioinformatics Analyst, The Institute for Genomic Research, Microbial
Annotation team. Performed genomic analysis and functional annotation on microbial genome data.
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